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Figure S1. MUS312 is less conserved than MEI-9 or ERCCA1.

This schematic illustrates conservation of amino acid sequence of Drosophila melanogaster MEI-9, ERCC1
and MUS312. Each bar represents the orthologous protein in two other Drosophila species, two more
divergent arthropods (malaria mosquito and flour beetle), humans, and S. cerevisiae. Colored boxes
indicate regions for which a significant match is found by BLASTP, using default parameters. Color indicates
the percentage of resides in each region that score as similar or identical to the orthologous Drosophila
melanogaster protein. Conservation is expected to be high for the C-terminal half of MEI-9, which contains
the nuclease domain. ERCC1, however, is non-catalytic. Note that MUS312 is poorly conserved even in
Arthropods. No regions of similarity are detected between MUS312 and Six4.
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Figure S2. Conserved regions in MUS312, BTBD12, and BSP1.

(A) The BTB domain of BTBD12 from Homo sapiens (Hs), Gallus gallus (Gg) and Xenopus laevis (XI)
are aligned to similar regions in MUS312 from Drosophila melanogaster (Dm), Drosophila erecta (De),
and Drosophila grimshawi (Dg) and BSP1 from Cryptococcus neoformans var. neoformans (Cnvn),
Cryptococcus neoformans var. gattii (Cnvg), and Cryptococcus gattii (Cg).

(B) EVIL motifs are aligned from BTBD12 of Homo sapiens (Hs), Mus musculus (Mm), Rattus
norvegicus (Rn), Gallus gallus (Gg), Xenopus laevis (XI), MUS312 of Drosophila melanogaster (Dm),
and BSP1 of Cryptococcus gattii (Cg).
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